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PatGen DB

Bioinformatic Patent

Resources

• NCBI
• EBI
• DDBJ

• EPO
• WIPO



The business of PatentInformatics …

• Is a HTS < Resources subsiduary

The business of HTS Resources …

• High Throughput Screening Consulting firm

• Supporting products related to:
Microarrays
Microfluidics
Micromachining
Informatics



Patent information is important

• Necessary for technology based 
businesses to secure venture capital

• Makes the R and D process more efficient

• Patents can be obstacles for market 
penetration



Patent information is voluminous

• 900 applications are filed a day at the 
USPTO

• 60 new biotech patents are issued every 
week

• Patent pdf docs for November 2004 
comprised 12 gigs of data

Approximately at the USPTO …



Why was PatGen DB created

• To assist in designing new assays

• To establish a data mining infrastructure

• Supplement for patent consultation

• Help standardize this form of data

• Use the dataset for multiple types of 
computational  analysis (People are patenting 
BLAST and microarray data!)



Public patent bioinformatic resources 
are inconsistent across different sources

NCBI
Nucleic Acids - Genbank
Amino Acids - FASTA

EBI
Nucleic Acids - EMBL
Amino Acids - EMBL

DDBJ
Nucleic Acids - Genbank
Amino Acids - not available
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Note: Where do PNAs fall?



Public patent bioinformatic resources 
lack sufficient patent information

Sequence data contains:
• Patent title
• Inventors names
• Applicants
• Sequence
• Sequence description 

Sequence data lacks:
• Current family and legal data
• Abstracts
• Full text
• Patent classification codes 



PatGen DB is a consolidated resource



Keyword search tool



Taxonomy search tool (51747 different 
records)



BLAST Tool

Free service includes BLASTN and BLASTP, the 
subscription service includes BLASTX, TBLASTX 
and TBLASTN. 



BLAST Considerations many sequence 
submissions use complicated IUPAC 

codes



Development of PatGen DB 

Raw Data
Perl / PHP

Database

PHP

Browser



How we consolidate bioinformatic data 
from the NCBI, EBI and DDBJ

FTP sites download

Database

BioPerl 
(BioPerl DB)

= Patent document non 
redundancy 

BioPerl DB

PatGen
DB

SQL



How we get WIPO sequence data

FTP sites download

WIPOGEN PatGen
DB

SQL

Perl



How we get patent data

European Patent Office
Open Patent Service



PatGen DB records



Sequence browsing in tabulated list format



Profile of individual sequence submission



Download publication sequences in FASTA 
format



Access current family and legal data through 
OPS

Families 
and Legal 
example



Features of PatGen DB commercial service

• Custom BLAST analysis

• Full text data access

• Custom database interfaces

• Sessions for user



Future Directions

• Help change paradigm regarding the business 
of patent information (Hey its not the data but 
the service!) 

• PatIndex commercial service – a generic 
patent database platform

• Implement patent information issues in 
experimental design through HTS < Resources


